Last login: Wed Feb 25 15:57:44 on ttys002

erdw-imp-nw-dock-dhcp-151:~ markcaddick$ cd /Users/markcaddick/Desktop/Sevilla\ 2009/mc30_comparison_input/Low\ resolution\ copy 

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ls

build


perplex_option.dat

hp02ver.dat

solut_09.dat

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ cd /Users/markcaddick/Desktop/Sevilla\ 2009/mc30_comparison_input/Low\ resolution\ copy 

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

File:

in                                                                                                  

exists, do not overwrite it (y/n)? 

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

Warning: unrecognized option text: cumulative_modes      

If the text is intentional, check spelling and case.

**warning ver114** the default increment of an independent variable is <

 1 percent of its range, this is usually inefficient

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

File:

in                                                                                                  

exists, do not overwrite it (y/n)? 

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

**warning ver114** the default increment of an independent variable is <

 1 percent of its range, this is usually inefficient

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

Calculations with a saturated phase (Y/N)?

The phase is:   FLUID 

Its compositional variable is: Y(CO2), X(O), etc.

y

Select the independent saturated phase components:

 H2O   CO2  

Enter names, left justified, 1 per line, <cr> to finish:

For C-O-H fluids it is only necessary to select volatile species present in

the solids of interest. If the species listed here are H2O and CO2, then to

constrain O2 chemical potential to be consistent with C-O-H fluid speciation

treat O2 as a saturated component. Refer to the Perple_X Tutorial for details.

H2O

Calculations with saturated components (Y/N)?

n

Use chemical potentials, activities or fugacities as independent

variables (Y/N)?

Select thermodynamic components from the set:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    CO2  

Enter names, left justified, 1 per line, <cr> to finish:

K2O

FEO

MGO

AL2O3

SIO2

Select fluid equation of state:

   0 - X(CO2) Modified Redlich-Kwong (MRK/DeSantis/Holloway)       

   1 - X(CO2) Kerrick & Jacobs 1981 (HSMRK)                        

   2 - X(CO2) Hybrid MRK/HSMRK                                     

   3 - X(CO2) Saxena & Fei 1987 pseudo-virial expansion            

   4 - Bottinga & Richet 1981 (CO2 RK)                             

   5 - X(CO2) Holland & Powell 1991, 1998 (CORK)                   

   6 - X(CO2) Hybrid Haar et al 1979/CORK (TRKMRK)                 

   7 - f(O2/CO2)-f(S2) Graphite buffered COHS MRK fluid            

   8 - f(O2/CO2)-f(S2) Graphite buffered COHS hybrid-EoS fluid     

   9 - Max X(H2O) GCOH fluid Cesare & Connolly 1993                

  10 - X(O) GCOH-fluid hybrid-EoS Connolly & Cesare 1993           

  11 - X(O) GCOH-fluid MRK Connolly & Cesare 1993                  

  12 - X(O)-f(S2) GCOHS-fluid hybrid-EoS Connolly & Cesare 1993    

  13 - X(H2) H2-H2O hybrid-EoS                                     

  14 - EoS Birch & Feeblebop (1993)                                

  15 - X(H2) low T H2-H2O hybrid-EoS                               

  16 - X(O) H-O HSMRK/MRK hybrid-EoS                               

  17 - X(O) H-O-S HSMRK/MRK hybrid-EoS                             

  18 - X(CO2) Delany/HSMRK/MRK hybrid-EoS, for P > 10 kb           

  19 - X(O)-X(S) COHS hybrid-EoS Connolly & Cesare 1993            

  20 - X(O)-X(C) COHS hybrid-EoS Connolly & Cesare 1993            

  21 - X(CO2) Halbach & Chatterjee 1982, P > 10 kb, hybrid-Eos     

  22 - X(CO2) DHCORK, hybrid-Eos                                   

  23 - Toop-Samis Silicate Melt                                    

  24 - f(O2/CO2)-N/C Graphite saturated COHN MRK fluid             

  25 - H2O-CO2-NaCl Aranovich and Haefner 2004                     

5

Specify computational mode:

     1 - Unconstrained minimization

     2 - Constrained minimization on a 2d grid [default]

     3 - Constrained minimization on a 1d grid

     4 - Output pseudocompound data

     5 - Phase fractionation calculations

Unconstrained optimization should be used for the calculation of composition,

mixed variable, and Schreinemakers diagrams. Gridded minimization can be used to

construct phase diagram sections.

2

The data base has P(bar)   and T(K)     as default independent potentials.

Make one dependent on the other, e.g., as along a geothermal gradient (y/n)? 

n

Select x-axis variable:

     1 - P(bar)  

     2 - T(K)    

     3 - Y(CO2)  

     4 - Composition X(C1)* (user defined)

*Although only 1 component is specified for the saturated fluid phase, the

 equation of state permits fluid composition to vary through the variable Y(CO2)  .

 For pure fluids, specify the appropriate composition as a sectioning constraint.

*X(C1) can not be selected as the y-axis variable

2

Enter minimum and maximum values, respectively, for: T(K)    

723 973

Select y-axis variable:

     2 - P(bar)  

     3 - Y(CO2)  

2

Enter minimum and maximum values, respectively, for: P(bar)  

2000 15000

Specify sectioning value for: Y(CO2)  

0

For gridded minimization, grid resolution is determined by the number of levels

(grid_levels) and the resolution at the lowest level in the X- and Y-directions (x_nodes

and y_nodes) these parameters are currently set for the exploratory and autorefine cycles

as follows:

stage        grid_levels  xnodes  ynodes    effective resolution

exploratory       1           4       4         4 x   4 nodes

auto-refine       2         100     100       199 x 199 nodes

To change these options edit or create the file perplex_option.dat                                                                                  

See: www.perplex.ethz.ch/perplex_options.html#grid_parameters

Specify component amounts by weight (Y/N)?

n

Enter molar  amounts of the components:

 K2O   FEO   MGO   AL2O3 SIO2 

for the bulk composition of interest:

3.819

10.529

4.761

12.488

68.0

Do you want a print file (Y/N)?

y

Enter the print file name, < 100 characters, left justified [default = pr]:

Do you want a plot file (Y/N)?

y

Enter the plot file name, < 100 characters, left justified [default = pl]:

Summary of valid make definitions:

          FEO   MGO   AL2O3 FEO   H2O  

fbr       0.00  0.00  0.00  1.00  1.00

fchum     0.00  0.00  4.00  9.00  1.00

fphA      0.00  0.00  2.00  7.00  3.00

fper      0.00  0.00  0.00  1.00  0.00

fatg      0.00  0.00 34.00 48.00 31.00

sil8L     0.00  1.60  1.60  0.00  0.00

fo8L      4.00  0.00  2.00  0.00  0.00

fa8L      0.00  0.00  2.00  4.00  0.00

q8L       0.00  0.00  4.00  0.00  0.00

ged_dqf   5.00  2.00  6.00  0.00  1.00

fanth_dq  0.00  0.00  8.00  7.00  1.00

Exclude phases (Y/N)?

n

Do you want to treat solution phases (Y/N)? 

y

Enter solution model file name [default = solut_08.dat]

left justified, < 100 characters: 

solut09.dat

**error ver191** FOPEN cannot find file:

solut09.dat                                                                                         

Try again (Y/N)? 

y

Enter solution model file name [default = solut_08.dat]

left justified, < 100 characters: 

solut_09.dat

**warning ver114** the following endmembers are missing for Bio(TCC)  

  mfbit     ffbit     fbit      mtbit     ftbit     tbit      mts       mnbi    

**warning ver114** the following endmembers are missing for oAmph(DP) 

  tr        ftr       mpa       fpa       ogl_dqf   fgl       omrb_dqf  frb     

**warning ver025** 0 endmembers for Omph(GHP)  The solution will not be considered.

**warning ver114** the following endmembers are missing for cAmph(DP) 

  tr        ftr       parg_dqf  fparg     ts_dqf    fts       gl_dqf    fgl     

  mrb       frb     

**warning ver114** the following endmembers are missing for Bio(HP)   

  mnbi      mnts_i  

**warning ver114** the following endmembers are missing for TiBio(WPH)

  ffbi_i    fbi       ftbi_i    tbi1    

**warning ver114** the following endmembers are missing for TiBio(HP) 

  mtbi_i    ftbi_i    tbi       mnts_i    mnbi    

**warning ver114** the following endmembers are missing for Chl(HP)   

  mame_i    mafchl_i  mnchl   

**warning ver025** 0 endmembers for Omph(HP)   The solution will not be considered.

**warning ver114** the following endmembers are missing for melt(HP)  

  abL       anL     

**warning ver114** the following endmembers are missing for pMELTS(G) 

  woGL      nasGL   

**warning ver025** 0 endmembers for MELTS(GS)  The solution will not be considered.

**warning ver025** 0 endmembers for Ep(HP)     The solution will not be considered.

**warning ver114** the following endmembers are missing for Pheng(HP) 

  pa      

**warning ver114** the following endmembers are missing for Sapp(KWP) 

  spr5      fsp5_i  

**warning ver114** the following endmembers are missing for GaHcSp    

  gah     

**warning ver025** 0 endmembers for Scp        The solution will not be considered.

**warning ver025** 1 endmembers for F(salt)    The solution will not be considered.

**warning ver025** 0 endmembers for Scap       The solution will not be considered.

**warning ver114** the following endmembers are missing for St(HP)    

  mnst    

**warning ver114** the following endmembers are missing for Ctd(HP)   

  mnctd   

**warning ver114** the following endmembers are missing for hCrd      

  mncrd     hmncrd_i

**warning ver025** 0 endmembers for Pmp        The solution will not be considered.

**warning ver025** 0 endmembers for Clint      The solution will not be considered.

**warning ver025** 1 endmembers for A          The solution will not be considered.

**warning ver025** 0 endmembers for Gl         The solution will not be considered.

**warning ver025** 0 endmembers for Tr         The solution will not be considered.

**warning ver025** 0 endmembers for GlTrTsPg   The solution will not be considered.

**warning ver025** 0 endmembers for Amph(DHP)  The solution will not be considered.

**warning ver025** 0 endmembers for Amph(DPW)  The solution will not be considered.

**warning ver025** 1 endmembers for feldspar   The solution will not be considered.

**warning ver025** 0 endmembers for Pl(h)      The solution will not be considered.

**warning ver025** 1 endmembers for Kf         The solution will not be considered.

**warning ver025** 1 endmembers for San        The solution will not be considered.

**warning ver025** 1 endmembers for San(TH)    The solution will not be considered.

**warning ver025** 0 endmembers for MaPa       The solution will not be considered.

**warning ver114** the following endmembers are missing for KN-Phen   

  ncel_i    nfcel_i   pa      

**warning ver025** 1 endmembers for MuPa       The solution will not be considered.

**warning ver114** the following endmembers are missing for Mica(CH1) 

  pa        ma        npa       nma       nfpa      nfma    

**warning ver114** the following endmembers are missing for Mica(CH2) 

  pa        ma      

**warning ver114** the following endmembers are missing for O(HP)     

  teph    

**warning ver025** 0 endmembers for Cpx(l)     The solution will not be considered.

**warning ver025** 0 endmembers for Cpx(h)     The solution will not be considered.

**warning ver114** the following endmembers are missing for Mont      

  mont    

**warning ver025** 0 endmembers for Do(HP)     The solution will not be considered.

**warning ver025** 0 endmembers for M(HP)      The solution will not be considered.

**warning ver025** 0 endmembers for Do(AE)     The solution will not be considered.

**warning ver025** 0 endmembers for Cc(AE)     The solution will not be considered.

**warning ver025** 0 endmembers for MF         The solution will not be considered.

**warning ver025** 0 endmembers for Mt(W)      The solution will not be considered.

**warning ver025** 0 endmembers for IlHm(A)    The solution will not be considered.

**warning ver025** 0 endmembers for IlGkPy     The solution will not be considered.

**warning ver025** 0 endmembers for MtUl(A)    The solution will not be considered.

**warning ver025** 1 endmembers for Neph(FB)   The solution will not be considered.

**warning ver114** the following endmembers are missing for GrPyAlSp(B

  gr        spss    

**warning ver114** the following endmembers are missing for GrPyAlSp(G

  gr        spss    

**warning ver114** the following endmembers are missing for Gt(HP)    

  spss      gr      

**warning ver114** the following endmembers are missing for Gt(EWHP)  

  gr        andr      FA_d      MA_d    

**warning ver114** the following endmembers are missing for Gt(WPH)   

  spss      gr        fmn_i     fkho_i    kho_i     andr    

**warning ver025** 0 endmembers for casmelt    The solution will not be considered.

**warning ver025** 1 endmembers for Fphl       The solution will not be considered.

**warning ver025** 0 endmembers for Qpx        The solution will not be considered.

**warning ver025** 0 endmembers for lcENDI     The solution will not be considered.

**warning ver025** 0 endmembers for lcFSHD     The solution will not be considered.

**warning ver025** 0 endmembers for humite     The solution will not be considered.

**warning ver025** 0 endmembers for Toop-Melt  The solution will not be considered.

**warning ver114** the following endmembers are missing for Mn-Opx    

  don       fets      dts     

**warning ver025** 1 endmembers for OrFsp(C1)  The solution will not be considered.

**warning ver025** 1 endmembers for AbFsp(C1)  The solution will not be considered.

**warning ver025** 1 endmembers for Pl(I1,HP)  The solution will not be considered.

**warning ver025** 1 endmembers for Fsp(C1)    The solution will not be considered.

**warning ver025** 0 endmembers for oCcM(HP)   The solution will not be considered.

**warning ver025** 0 endmembers for Tour(V)    The solution will not be considered.

**warning ver025** 0 endmembers for DoDo       The solution will not be considered.

**warning ver025** 1 endmembers for Wus(fab)   The solution will not be considered.

**warning ver025** 1 endmembers for Aki(fab)   The solution will not be considered.

**warning ver025** 0 endmembers for Pv(fab)    The solution will not be considered.

**warning ver025** 0 endmembers for Ppv(og)    The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx)   The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Gt(stx)   

  gr        maj     

**warning ver025** 0 endmembers for C2/c(stx)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Opx(stx)  

  ts      

**warning ver025** 0 endmembers for Cpx(stx)   The solution will not be considered.

**warning ver025** 0 endmembers for Cpx(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for cOmph(HP)  The solution will not be considered.

**warning ver114** the following endmembers are missing for CrGt      

  uv_d      fuv_d     knor      gr      

**warning ver114** the following endmembers are missing for CrOpx(HP) 

  crts      fcrts_d 

**warning ver025** 0 endmembers for Cpx(HP)    The solution will not be considered.

**warning ver114** the following endmembers are missing for CrSp      

  mcrm      fcrm_d  

**warning ver025** 1 endmembers for Eskol(C)   The solution will not be considered.

**warning ver025** 0 endmembers for Ca-Amph(D) The solution will not be considered.

**warning ver025** 0 endmembers for Na-Amph(D) The solution will not be considered.

**warning ver025** 1 endmembers for Wus(stx7)  The solution will not be considered.

**warning ver025** 1 endmembers for Aki(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for Pv(stx7)   The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx7) The solution will not be considered.

**warning ver114** the following endmembers are missing for Sp(WPH)   

  usp       mt      

**warning ver025** 0 endmembers for Ilm(WPH)   The solution will not be considered.

**warning ver025** 1 endmembers for Cpx(m)     The solution will not be considered.

**warning ver025** 1 endmembers for Ol(m)      The solution will not be considered.

**warning ver025** 0 endmembers for Pl(stx8)   The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx8)  The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx8) The solution will not be considered.

**warning ver114** the following endmembers are missing for Opx(stx8) 

  odi       ts      

**warning ver025** 0 endmembers for Cpx(stx8)  The solution will not be considered.

**warning ver025** 1 endmembers for Aki(stx8)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Gt(stx8)  

  gr        maj       jmaj    

**warning ver025** 0 endmembers for Ppv(stx8)  The solution will not be considered.

**warning ver025** 0 endmembers for CF(stx8)   The solution will not be considered.

Select phases from the following list, enter 1 per line,

left justified, <cr> to finish

  Bio(TCC)    oAmph(DP)   cAmph(DP)   Bio(HP)     TiBio(WPH)  TiBio(HP) 

  Chl(HP)     O(SG)       E(SG)       melt(HP)    pMELTS(G)   Pheng(HP) 

  Sapp(HP)    Sapp(KWP)   Osm(HP)     GaHcSp      T           St(HP)    

  Ctd(HP)     Carp        hCrd        Sud(Livi)   Sud         Cumm      

  Anth        KN-Phen     Mica(CH1)   Mica(CH2)   O(HP)       Mont      

  Sp(JR)      Sp(GS)      Sp(HP)      GrPyAlSp(B  GrPyAlSp(G  Gt(HP)    

  Gt(EWHP)    Gt(WPH)     A-phase     Chum        Atg         B         

  P           Mn-Opx      O(stx)      Sp(stx)     Gt(stx)     Opx(stx)  

  o-Amph      CrGt        CrOpx(HP)   Opx(HP)     Opx(I)      CrSp      

  O(stx7)     Sp(stx7)    Sp(WPH)     Sp(stx8)    O(stx8)     Opx(stx8) 

  Gt(stx8)  

Gt(HP)

Chl(HP)

Pheng(HP)

Bio(HP)

hCrd

Ctd(HP)

Enter calculation title: 

MC30

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ 

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./vertex

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

in

**warning ver114** the default increment of an independent variable is <

 1 percent of its range, this is usually inefficient

Perple_X options are currently set as:

    Keyword:               Value:     Permitted values [default]:

    dependent_potentials   off        off [on]

    bad_number                  0.    [0.0]

    solvus_tolerance       0.100      0->1 [0.05], 0 => p=c pseudocompounds, 1 => homogenize

    zero_mode              0.1E-05    0->1 [1e-6], < 0 => off

    zero_bulk              0.1E-05    0->1 [1e-6], < 0 => off

    adaptive optimization 

       iteration limit      2         >0 [3], value 1 of iteration keyword

       refinement factor    3         >2*r [5], value 2 of iteration keyword

       refinement points   10         0->100 [10], value 3 of iteration keyword

    initial_resolution     0.10       0->1 [0.1], 0 => off

    stretch_factor         0.016      >0 [0.0164]

    reach_factor           0.9        >0.5 [0.9]

    subdivision_override   off        [off] lin str

    auto_refine            aut        off [manual] auto

    auto_refine_factor_I    5         >=1 [3]

    auto_refine_factor_II   5         >=1 [10]

    auto_refine_factor_III  2         >=1 [3]

    auto_refine_slop       0.010      [0.01]

    hard_limits            off        [off] on

    T_stop (K)                0.0     [0]

    order_check            on         off [on]

    closed_c_space         T          F [T]

    pc_perturbation        0.0050     [5d-3]

    Gridded minimization parameters:

      x_nodes               4 /100    [20/40], >0, <2048; effective x-resolution    4 / 199 nodes

      y_nodes               4 /100    [20/40], >0, <2048; effective y-resolution    4 / 199 nodes

      grid_levels           1 / 2     [1/4], >0, <10

      1d_path              10 /150    [20/150], >0, <2048

      linear_model           off      off [on]

    Parameters for Schreinemakers and Mixed-variable diagram calculations:

      variance              1 /99     [1/99], >0, maximum true variance

      increment         0.100 /0.001  [0.1/0.025], default search/trace variable increment

      efficiency             3        [3] >0 < 6

      reaction_format      min        [min] full stoichiometry S+V everything

      reaction_list        off        [off] on

      console_messages     on         [on] off

      short_print_file     on         [on] off

    WERAMI/MEEMUM output options:

      compositions           mol        wt  [mol]

      proportions            vol        wt  [vol] mol

      interpolation          on         off [on ]

      extrapolation          off        on  [off]

      vrh_weighting          0.5        0->1 [0.5]

Worst case (Cartesian) compositional resolution (mol %)

   Stage         Adaptive   Non-Adaptive*   Non-Adaptive**

   Exploratory     1.620       10.000          10.000

   Auto-refine     0.324        2.000           5.000

* - composition/mixed variable diagrams, ** - Schreinemakers diagrams

To change these options edit or create a computational option file

See: www.perplex.ethz.ch/perplex_options.html

Reading thermodynamic data from file: hp02ver.dat                                                                                         

Writing print output to file: pr                                                                                                  

Writing plot output to file: pl                                                                                                  

Writing pseudocompound glossary to file: pseudocompound_glossary.dat

Reading solution models from file: solut_09.dat                                                                                        

Writing bulk composition plot output to file: bpl                                                                                                 

Summary of valid make definitions:

          MGO   AL2O3 SIO2  FEO   H2O  

fbr       0.00  0.00  0.00  1.00  1.00

fchum     0.00  0.00  4.00  9.00  1.00

fphA      0.00  0.00  2.00  7.00  3.00

fper      0.00  0.00  0.00  1.00  0.00

fatg      0.00  0.00 34.00 48.00 31.00

sil8L     0.00  1.60  1.60  0.00  0.00

fo8L      4.00  0.00  2.00  0.00  0.00

fa8L      0.00  0.00  2.00  4.00  0.00

q8L       0.00  0.00  4.00  0.00  0.00

ged_dqf   5.00  2.00  6.00  0.00  1.00

fanth_dq  0.00  0.00  8.00  7.00  1.00

Writing data for auto-refinement to file: auto_refine_in                                                                                      

**warning ver114** the following endmembers are missing for Bio(HP)   

  mnbi      mnts_i  

**warning ver050** reformulating reciprocal solution: Bio(HP)    because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     141 pseudocompounds generated for: Bio(HP)   

**warning ver114** the following endmembers are missing for Chl(HP)   

  mame_i    mafchl_i  mnchl   

**warning ver050** reformulating reciprocal solution: Chl(HP)    because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     932 pseudocompounds generated for: Chl(HP)   

**warning ver114** the following endmembers are missing for Pheng(HP) 

  pa      

      75 pseudocompounds generated for: Pheng(HP) 

**warning ver114** the following endmembers are missing for Ctd(HP)   

  mnctd   

      10 pseudocompounds generated for: Ctd(HP)   

**warning ver114** the following endmembers are missing for hCrd      

  mncrd     hmncrd_i

**warning ver050** reformulating reciprocal solution: hCrd       because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     118 pseudocompounds generated for: hCrd      

**warning ver114** the following endmembers are missing for Gt(HP)    

  spss      gr      

       9 pseudocompounds generated for: Gt(HP)    

Total number of pseudocompounds:    1285

** Starting exploratory computational stage **

 25.0% done with low level grid.

 50.0% done with low level grid.

 75.0% done with low level grid.

100.0% done with low level grid.

Site fraction ranges for multisite model: Bio(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.39200   0.76440

  Site 2

     Species   Minimum   Maximum   

        1      0.37240   0.94080

Site fraction ranges for multisite model: Chl(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.01970   0.07880

        2      0.00000   0.00000

  Site 2

     Species   Minimum   Maximum   

        1      0.67621   0.69508

Endmember compositional ranges for model: Pheng(HP) 

     Endmember   Minimum   Maximum

     cel         0.00000   0.17820

     fcel        0.00000   0.19800

Endmember compositional ranges for model: Ctd(HP)   

     Endmember   Minimum   Maximum

     fctd        0.89550   0.93530

Site fraction ranges for multisite model: hCrd      

  Site 1

     Species   Minimum   Maximum   

        1      0.54000   0.60447

  Site 2

     Species   Minimum   Maximum   

        1      0.50000   0.56000

Endmember compositional ranges for model: Gt(HP)    

     Endmember   Minimum   Maximum

     alm         0.78390   0.81546

Reading data for auto-refinement from file: auto_refine_in                                                                                      

     704 pseudocompounds generated for: Bio(HP)   

      36 pseudocompounds generated for: Chl(HP)   

     131 pseudocompounds generated for: Pheng(HP) 

       5 pseudocompounds generated for: Ctd(HP)   

      36 pseudocompounds generated for: hCrd      

       4 pseudocompounds generated for: Gt(HP)    

Total number of pseudocompounds:     916

** Starting auto_refine computational stage **

WARNING: composition of solution Bio(HP)    has reached an internal limit (0.956)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 1.000

  0.5% done with low level grid.

  1.5% done with low level grid.

  2.5% done with low level grid.

  3.5% done with low level grid.

  4.5% done with low level grid.

  5.5% done with low level grid.

  6.5% done with low level grid.

  7.5% done with low level grid.

  8.5% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.089)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.189

  9.5% done with low level grid.

 10.6% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.666)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.566

 11.6% done with low level grid.

 12.6% done with low level grid.

 13.6% done with low level grid.

 14.6% done with low level grid.

 15.6% done with low level grid.

 16.6% done with low level grid.

 17.6% done with low level grid.

 18.6% done with low level grid.

 19.6% done with low level grid.

 20.6% done with low level grid.

 21.6% done with low level grid.

 22.6% done with low level grid.

 23.6% done with low level grid.

 24.6% done with low level grid.

 25.6% done with low level grid.

 26.6% done with low level grid.

 27.6% done with low level grid.

 28.6% done with low level grid.

 29.6% done with low level grid.

 30.7% done with low level grid.

 31.7% done with low level grid.

 32.7% done with low level grid.

 33.7% done with low level grid.

 34.7% done with low level grid.

 35.7% done with low level grid.

 36.7% done with low level grid.

 37.7% done with low level grid.

WARNING: composition of solution Ctd(HP)    has reached an internal limit (0.885)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.785

 38.7% done with low level grid.

 39.7% done with low level grid.

 40.7% done with low level grid.

 41.7% done with low level grid.

 42.7% done with low level grid.

 43.7% done with low level grid.

 44.7% done with low level grid.

 45.7% done with low level grid.

 46.7% done with low level grid.

 47.7% done with low level grid.

 48.7% done with low level grid.

 49.7% done with low level grid.

 50.8% done with low level grid.

 51.8% done with low level grid.

 52.8% done with low level grid.

 53.8% done with low level grid.

 54.8% done with low level grid.

 55.8% done with low level grid.

WARNING: composition of solution hCrd       has reached an internal limit (0.529)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.429

WARNING: composition of solution hCrd       has reached an internal limit (0.489)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.389

 56.8% done with low level grid.

WARNING: minimization failed at node i=   115 j=     59

the null assemblage will be assigned to this node

 57.8% done with low level grid.

 58.8% done with low level grid.

 59.8% done with low level grid.

 60.8% done with low level grid.

 61.8% done with low level grid.

 62.8% done with low level grid.

 63.8% done with low level grid.

 64.8% done with low level grid.

 65.8% done with low level grid.

 66.8% done with low level grid.

 67.8% done with low level grid.

 68.8% done with low level grid.

 69.8% done with low level grid.

 70.9% done with low level grid.

 71.9% done with low level grid.

 72.9% done with low level grid.

 73.9% done with low level grid.

 74.9% done with low level grid.

 75.9% done with low level grid.

 76.9% done with low level grid.

 77.9% done with low level grid.

 78.9% done with low level grid.

 79.9% done with low level grid.

 80.9% done with low level grid.

 81.9% done with low level grid.

 82.9% done with low level grid.

 83.9% done with low level grid.

 84.9% done with low level grid.

 85.9% done with low level grid.

 86.9% done with low level grid.

 87.9% done with low level grid.

 88.9% done with low level grid.

 89.9% done with low level grid.

 91.0% done with low level grid.

 92.0% done with low level grid.

 93.0% done with low level grid.

 94.0% done with low level grid.

 95.0% done with low level grid.

 96.0% done with low level grid.

 97.0% done with low level grid.

 98.0% done with low level grid.

 99.0% done with low level grid.

100.0% done with low level grid.

Beginning grid refinement stage.

   954 grid cells to be refined at grid level 2

       ...working (   503 minimizations done)

       ...working (  1004 minimizations done)

       ...working (  1506 minimizations done)

       ...working (  2008 minimizations done)

       refinement at level 2 involved   2008 minimizations

 12008 minimizations required of the theoretical limit of  40000

WARNING: The following solutions have compositions on an internal limit (i.e., 0<x<1)

(see ranges below to determine which limits should be relaxed or

if executing in auto_refine mode inrease auto_refine_slop in perplex_option.dat):

     Bio(HP)   

     Chl(HP)   

     Ctd(HP)   

     hCrd      

Site fraction ranges for multisite model: Bio(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.39004   0.77420

  Site 2

     Species   Minimum   Maximum   

        1      0.36260   0.95648

Site fraction ranges for multisite model: Chl(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.01699   0.11303

        2      0.00000   0.00000

  Site 2

     Species   Minimum   Maximum   

        1      0.64239   0.69713

Endmember compositional ranges for model: Pheng(HP) 

     Endmember   Minimum   Maximum

     cel         0.01188   0.18800

     fcel        0.01980   0.19404

Endmember compositional ranges for model: Ctd(HP)   

     Endmember   Minimum   Maximum

     fctd        0.86918   0.93286

Site fraction ranges for multisite model: hCrd      

  Site 1

     Species   Minimum   Maximum   

        1      0.50536   0.60703

  Site 2

     Species   Minimum   Maximum   

        1      0.46540   0.56540

Endmember compositional ranges for model: Gt(HP)    

     Endmember   Minimum   Maximum

     alm         0.78185   1.00000

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ pssect

**warning ver114** the default increment of an independent variable is <

 1 percent of its range, this is usually inefficient

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

in

**error ver027** Error reading the computational option file.

Probable cause: You are using an input file created by an out-of-date

                version of BUILD, or you have incorrectly edited the

                input file created by BUILD

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ 

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ pssect

**warning ver114** the default increment of an independent variable is <

 1 percent of its range, this is usually inefficient

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

in

**error ver027** Error reading the computational option file.

Probable cause: You are using an input file created by an out-of-date

                version of BUILD, or you have incorrectly edited the

                input file created by BUILD

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ pssect

Warning: unrecognized text in perplex_option.dat:closed_c_space        

If the text is intentional, check spelling and case.

Warning: unrecognized text in perplex_option.dat:pc_perturbation       

If the text is intentional, check spelling and case.

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

in

**error ver027** Error reading the computational option file.

Probable cause: You are using an input file created by an out-of-date

                version of BUILD, or you have incorrectly edited the

                input file created by BUILD

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ cd /Users/markcaddick/Desktop/Sevilla\ 2009/mc30_comparison_input/Low\ resolution\ copy 

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

in

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

**warning ver191** FOPEN cannot find file 

hp02ver.dat                                                                                         

try again (y/n)?

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

input

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

**warning ver191** FOPEN cannot find file 

hp02ver.dat                                                                                         

try again (y/n)?

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

input

File:

input                                                                                               

exists, do not overwrite it (y/n)? 

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

exercise1_input

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

Warning: the Perple_X option file: perplex_option.dat                                                                                  

was not found, default option values will be used.

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

N

Calculations with a saturated phase (Y/N)?

The phase is:   FLUID 

Its compositional variable is: Y(CO2), X(O), etc.

N

Calculations with saturated components (Y/N)?

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

INPUT

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

Warning: the Perple_X option file: perplex_option.dat                                                                                  

was not found, default option values will be used.

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

N

Calculations with a saturated phase (Y/N)?

The phase is:   FLUID 

Its compositional variable is: Y(CO2), X(O), etc.

Y

Select the independent saturated phase components:

 H2O   CO2  

Enter names, left justified, 1 per line, <cr> to finish:

For C-O-H fluids it is only necessary to select volatile species present in

the solids of interest. If the species listed here are H2O and CO2, then to

constrain O2 chemical potential to be consistent with C-O-H fluid speciation

treat O2 as a saturated component. Refer to the Perple_X Tutorial for details.

H2O

Calculations with saturated components (Y/N)?

N

Use chemical potentials, activities or fugacities as independent

variables (Y/N)?

N

Select thermodynamic components from the set:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    CO2  

Enter names, left justified, 1 per line, <cr> to finish:

K2O

FEO

MGO

AL2O3

SIO2

Select fluid equation of state:

   0 - X(CO2) Modified Redlich-Kwong (MRK/DeSantis/Holloway)       

   1 - X(CO2) Kerrick & Jacobs 1981 (HSMRK)                        

   2 - X(CO2) Hybrid MRK/HSMRK                                     

   3 - X(CO2) Saxena & Fei 1987 pseudo-virial expansion            

   4 - Bottinga & Richet 1981 (CO2 RK)                             

   5 - X(CO2) Holland & Powell 1991, 1998 (CORK)                   

   6 - X(CO2) Hybrid Haar et al 1979/CORK (TRKMRK)                 

   7 - f(O2/CO2)-f(S2) Graphite buffered COHS MRK fluid            

   8 - f(O2/CO2)-f(S2) Graphite buffered COHS hybrid-EoS fluid     

   9 - Max X(H2O) GCOH fluid Cesare & Connolly 1993                

  10 - X(O) GCOH-fluid hybrid-EoS Connolly & Cesare 1993           

  11 - X(O) GCOH-fluid MRK Connolly & Cesare 1993                  

  12 - X(O)-f(S2) GCOHS-fluid hybrid-EoS Connolly & Cesare 1993    

  13 - X(H2) H2-H2O hybrid-EoS                                     

  14 - EoS Birch & Feeblebop (1993)                                

  15 - X(H2) low T H2-H2O hybrid-EoS                               

  16 - X(O) H-O HSMRK/MRK hybrid-EoS                               

  17 - X(O) H-O-S HSMRK/MRK hybrid-EoS                             

  18 - X(CO2) Delany/HSMRK/MRK hybrid-EoS, for P > 10 kb           

  19 - X(O)-X(S) COHS hybrid-EoS Connolly & Cesare 1993            

  20 - X(O)-X(C) COHS hybrid-EoS Connolly & Cesare 1993            

  21 - X(CO2) Halbach & Chatterjee 1982, P > 10 kb, hybrid-Eos     

  22 - X(CO2) DHCORK, hybrid-Eos                                   

  23 - Toop-Samis Silicate Melt                                    

  24 - f(O2/CO2)-N/C Graphite saturated COHN MRK fluid             

  25 - H2O-CO2-NaCl Aranovich and Haefner 2004                     

5

Specify computational mode:

     1 - Unconstrained minimization

     2 - Constrained minimization on a 2d grid [default]

     3 - Constrained minimization on a 1d grid

     4 - Output pseudocompound data

     5 - Phase fractionation calculations

Unconstrained optimization should be used for the calculation of composition,

mixed variable, and Schreinemakers diagrams. Gridded minimization can be used to

construct phase diagram sections.

2

The data base has P(bar)   and T(K)     as default independent potentials.

Make one dependent on the other, e.g., as along a geothermal gradient (y/n)? 

N

Select x-axis variable:

     1 - P(bar)  

     2 - T(K)    

     3 - Y(CO2)  

     4 - Composition X(C1)* (user defined)

*Although only 1 component is specified for the saturated fluid phase, the

 equation of state permits fluid composition to vary through the variable Y(CO2)  .

 For pure fluids, specify the appropriate composition as a sectioning constraint.

*X(C1) can not be selected as the y-axis variable

2

Enter minimum and maximum values, respectively, for: T(K)    

723

973

Select y-axis variable:

     2 - P(bar)  

     3 - Y(CO2)  

3

Enter minimum and maximum values, respectively, for: Y(CO2)  

2000 15000

**WARNING** Y(CO2)  should be in the range 0-1.

Specify new values (Y/N)?

Y

Enter minimum and maximum values, respectively, for: Y(CO2)  

0

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

INPUT

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

Warning: the Perple_X option file: perplex_option.dat                                                                                  

was not found, default option values will be used.

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

^Cforrtl: error (69): process interrupted (SIGINT)

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ clear

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./build

NO is the default (<cr>) answer to all Y/N prompts

Enter the name of the problem definition file to be created,

< 100 characters, left justified [default = in]:

INPUT

Enter thermodynamic data file name, left justified, [default = hp02ver.dat]:

Enter the computational option file name, left justified, [default = perplex_option.dat]:

See: www.perplex.ethz.ch/perplex_options.html

The current data base components are:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    H2O   CO2  

Transform them (Y/N)? 

N

Calculations with a saturated phase (Y/N)?

The phase is:   FLUID 

Its compositional variable is: Y(CO2), X(O), etc.

Y

Select the independent saturated phase components:

 H2O   CO2  

Enter names, left justified, 1 per line, <cr> to finish:

For C-O-H fluids it is only necessary to select volatile species present in

the solids of interest. If the species listed here are H2O and CO2, then to

constrain O2 chemical potential to be consistent with C-O-H fluid speciation

treat O2 as a saturated component. Refer to the Perple_X Tutorial for details.

H2O

Calculations with saturated components (Y/N)?

N

Use chemical potentials, activities or fugacities as independent

variables (Y/N)?

N

Select thermodynamic components from the set:

 NA2O  MGO   AL2O3 SIO2  K2O   CAO   TIO2  MNO   FEO   NIO   ZRO2  CL2  

 O2    CO2  

Enter names, left justified, 1 per line, <cr> to finish:

K2O

FEO

MGO

AL2O3

SIO2

Select fluid equation of state:

   0 - X(CO2) Modified Redlich-Kwong (MRK/DeSantis/Holloway)       

   1 - X(CO2) Kerrick & Jacobs 1981 (HSMRK)                        

   2 - X(CO2) Hybrid MRK/HSMRK                                     

   3 - X(CO2) Saxena & Fei 1987 pseudo-virial expansion            

   4 - Bottinga & Richet 1981 (CO2 RK)                             

   5 - X(CO2) Holland & Powell 1991, 1998 (CORK)                   

   6 - X(CO2) Hybrid Haar et al 1979/CORK (TRKMRK)                 

   7 - f(O2/CO2)-f(S2) Graphite buffered COHS MRK fluid            

   8 - f(O2/CO2)-f(S2) Graphite buffered COHS hybrid-EoS fluid     

   9 - Max X(H2O) GCOH fluid Cesare & Connolly 1993                

  10 - X(O) GCOH-fluid hybrid-EoS Connolly & Cesare 1993           

  11 - X(O) GCOH-fluid MRK Connolly & Cesare 1993                  

  12 - X(O)-f(S2) GCOHS-fluid hybrid-EoS Connolly & Cesare 1993    

  13 - X(H2) H2-H2O hybrid-EoS                                     

  14 - EoS Birch & Feeblebop (1993)                                

  15 - X(H2) low T H2-H2O hybrid-EoS                               

  16 - X(O) H-O HSMRK/MRK hybrid-EoS                               

  17 - X(O) H-O-S HSMRK/MRK hybrid-EoS                             

  18 - X(CO2) Delany/HSMRK/MRK hybrid-EoS, for P > 10 kb           

  19 - X(O)-X(S) COHS hybrid-EoS Connolly & Cesare 1993            

  20 - X(O)-X(C) COHS hybrid-EoS Connolly & Cesare 1993            

  21 - X(CO2) Halbach & Chatterjee 1982, P > 10 kb, hybrid-Eos     

  22 - X(CO2) DHCORK, hybrid-Eos                                   

  23 - Toop-Samis Silicate Melt                                    

  24 - f(O2/CO2)-N/C Graphite saturated COHN MRK fluid             

  25 - H2O-CO2-NaCl Aranovich and Haefner 2004                     

5

Specify computational mode:

     1 - Unconstrained minimization

     2 - Constrained minimization on a 2d grid [default]

     3 - Constrained minimization on a 1d grid

     4 - Output pseudocompound data

     5 - Phase fractionation calculations

Unconstrained optimization should be used for the calculation of composition,

mixed variable, and Schreinemakers diagrams. Gridded minimization can be used to

construct phase diagram sections.

2

The data base has P(bar)   and T(K)     as default independent potentials.

Make one dependent on the other, e.g., as along a geothermal gradient (y/n)? 

N

Select x-axis variable:

     1 - P(bar)  

     2 - T(K)    

     3 - Y(CO2)  

     4 - Composition X(C1)* (user defined)

*Although only 1 component is specified for the saturated fluid phase, the

 equation of state permits fluid composition to vary through the variable Y(CO2)  .

 For pure fluids, specify the appropriate composition as a sectioning constraint.

*X(C1) can not be selected as the y-axis variable

2

Enter minimum and maximum values, respectively, for: T(K)    

723

973

Select y-axis variable:

     2 - P(bar)  

     3 - Y(CO2)  

2

Enter minimum and maximum values, respectively, for: P(bar)  

2000 

15000

Specify sectioning value for: Y(CO2)  

0

For gridded minimization, grid resolution is determined by the number of levels

(grid_levels) and the resolution at the lowest level in the X- and Y-directions (x_nodes

and y_nodes) these parameters are currently set for the exploratory and autorefine cycles

as follows:

stage        grid_levels  xnodes  ynodes    effective resolution

exploratory       1          20      20        20 x  20 nodes

auto-refine       4          60      60       473 x 473 nodes

To change these options edit or create the file perplex_option.dat                                                                                  

See: www.perplex.ethz.ch/perplex_options.html#grid_parameters

Specify component amounts by weight (Y/N)?

N

Enter molar  amounts of the components:

 K2O   FEO   MGO   AL2O3 SIO2 

for the bulk composition of interest:

3.819

10.529

4.761

12.488

68.00

Do you want a print file (Y/N)?

Y

Enter the print file name, < 100 characters, left justified [default = pr]:

Do you want a plot file (Y/N)?

Y

Enter the plot file name, < 100 characters, left justified [default = pl]:

Summary of valid make definitions:

          FEO   MGO   AL2O3 FEO   H2O  

fbr       0.00  0.00  0.00  1.00  1.00

fchum     0.00  0.00  4.00  9.00  1.00

fphA      0.00  0.00  2.00  7.00  3.00

fper      0.00  0.00  0.00  1.00  0.00

fatg      0.00  0.00 34.00 48.00 31.00

sil8L     0.00  1.60  1.60  0.00  0.00

fo8L      4.00  0.00  2.00  0.00  0.00

fa8L      0.00  0.00  2.00  4.00  0.00

q8L       0.00  0.00  4.00  0.00  0.00

ged_dqf   5.00  2.00  6.00  0.00  1.00

fanth_dq  0.00  0.00  8.00  7.00  1.00

Exclude phases (Y/N)?

N

Do you want to treat solution phases (Y/N)? 

Y

Enter solution model file name [default = solut_08.dat]

left justified, < 100 characters: 

solut_09.dat

**warning ver114** the following endmembers are missing for Bio(TCC)  

  mfbit     ffbit     fbit      mtbit     ftbit     tbit      mts       mnbi    

**warning ver114** the following endmembers are missing for oAmph(DP) 

  tr        ftr       mpa       fpa       ogl_dqf   fgl       omrb_dqf  frb     

**warning ver025** 0 endmembers for Omph(GHP)  The solution will not be considered.

**warning ver114** the following endmembers are missing for cAmph(DP) 

  tr        ftr       parg_dqf  fparg     ts_dqf    fts       gl_dqf    fgl     

  mrb       frb     

**warning ver114** the following endmembers are missing for Bio(HP)   

  mnbi      mnts_i  

**warning ver114** the following endmembers are missing for TiBio(WPH)

  ffbi_i    fbi       ftbi_i    tbi1    

**warning ver114** the following endmembers are missing for TiBio(HP) 

  mtbi_i    ftbi_i    tbi       mnts_i    mnbi    

**warning ver114** the following endmembers are missing for Chl(HP)   

  mame_i    mafchl_i  mnchl   

**warning ver025** 0 endmembers for Omph(HP)   The solution will not be considered.

**warning ver114** the following endmembers are missing for melt(HP)  

  abL       anL     

**warning ver114** the following endmembers are missing for pMELTS(G) 

  woGL      nasGL   

**warning ver025** 0 endmembers for MELTS(GS)  The solution will not be considered.

**warning ver025** 0 endmembers for Ep(HP)     The solution will not be considered.

**warning ver114** the following endmembers are missing for Pheng(HP) 

  pa      

**warning ver114** the following endmembers are missing for Sapp(KWP) 

  spr5      fsp5_i  

**warning ver114** the following endmembers are missing for GaHcSp    

  gah     

**warning ver025** 0 endmembers for Scp        The solution will not be considered.

**warning ver025** 1 endmembers for F(salt)    The solution will not be considered.

**warning ver025** 0 endmembers for Scap       The solution will not be considered.

**warning ver114** the following endmembers are missing for St(HP)    

  mnst    

**warning ver114** the following endmembers are missing for Ctd(HP)   

  mnctd   

**warning ver114** the following endmembers are missing for hCrd      

  mncrd     hmncrd_i

**warning ver025** 0 endmembers for Pmp        The solution will not be considered.

**warning ver025** 0 endmembers for Clint      The solution will not be considered.

**warning ver025** 1 endmembers for A          The solution will not be considered.

**warning ver025** 0 endmembers for Gl         The solution will not be considered.

**warning ver025** 0 endmembers for Tr         The solution will not be considered.

**warning ver025** 0 endmembers for GlTrTsPg   The solution will not be considered.

**warning ver025** 0 endmembers for Amph(DHP)  The solution will not be considered.

**warning ver025** 0 endmembers for Amph(DPW)  The solution will not be considered.

**warning ver025** 1 endmembers for feldspar   The solution will not be considered.

**warning ver025** 0 endmembers for Pl(h)      The solution will not be considered.

**warning ver025** 1 endmembers for Kf         The solution will not be considered.

**warning ver025** 1 endmembers for San        The solution will not be considered.

**warning ver025** 1 endmembers for San(TH)    The solution will not be considered.

**warning ver025** 0 endmembers for MaPa       The solution will not be considered.

**warning ver114** the following endmembers are missing for KN-Phen   

  ncel_i    nfcel_i   pa      

**warning ver025** 1 endmembers for MuPa       The solution will not be considered.

**warning ver114** the following endmembers are missing for Mica(CH1) 

  pa        ma        npa       nma       nfpa      nfma    

**warning ver114** the following endmembers are missing for Mica(CH2) 

  pa        ma      

**warning ver114** the following endmembers are missing for O(HP)     

  teph    

**warning ver025** 0 endmembers for Cpx(l)     The solution will not be considered.

**warning ver025** 0 endmembers for Cpx(h)     The solution will not be considered.

**warning ver114** the following endmembers are missing for Mont      

  mont    

**warning ver025** 0 endmembers for Do(HP)     The solution will not be considered.

**warning ver025** 0 endmembers for M(HP)      The solution will not be considered.

**warning ver025** 0 endmembers for Do(AE)     The solution will not be considered.

**warning ver025** 0 endmembers for Cc(AE)     The solution will not be considered.

**warning ver025** 0 endmembers for MF         The solution will not be considered.

**warning ver025** 0 endmembers for Mt(W)      The solution will not be considered.

**warning ver025** 0 endmembers for IlHm(A)    The solution will not be considered.

**warning ver025** 0 endmembers for IlGkPy     The solution will not be considered.

**warning ver025** 0 endmembers for MtUl(A)    The solution will not be considered.

**warning ver025** 1 endmembers for Neph(FB)   The solution will not be considered.

**warning ver114** the following endmembers are missing for GrPyAlSp(B

  gr        spss    

**warning ver114** the following endmembers are missing for GrPyAlSp(G

  gr        spss    

**warning ver114** the following endmembers are missing for Gt(HP)    

  spss      gr      

**warning ver114** the following endmembers are missing for Gt(EWHP)  

  gr        andr      FA_d      MA_d    

**warning ver114** the following endmembers are missing for Gt(WPH)   

  spss      gr        fmn_i     fkho_i    kho_i     andr    

**warning ver025** 0 endmembers for casmelt    The solution will not be considered.

**warning ver025** 1 endmembers for Fphl       The solution will not be considered.

**warning ver025** 0 endmembers for Qpx        The solution will not be considered.

**warning ver025** 0 endmembers for lcENDI     The solution will not be considered.

**warning ver025** 0 endmembers for lcFSHD     The solution will not be considered.

**warning ver025** 0 endmembers for humite     The solution will not be considered.

**warning ver025** 0 endmembers for Toop-Melt  The solution will not be considered.

**warning ver114** the following endmembers are missing for Mn-Opx    

  don       fets      dts     

**warning ver025** 1 endmembers for OrFsp(C1)  The solution will not be considered.

**warning ver025** 1 endmembers for AbFsp(C1)  The solution will not be considered.

**warning ver025** 1 endmembers for Pl(I1,HP)  The solution will not be considered.

**warning ver025** 1 endmembers for Fsp(C1)    The solution will not be considered.

**warning ver025** 0 endmembers for oCcM(HP)   The solution will not be considered.

**warning ver025** 0 endmembers for Tour(V)    The solution will not be considered.

**warning ver025** 0 endmembers for DoDo       The solution will not be considered.

**warning ver025** 1 endmembers for Wus(fab)   The solution will not be considered.

**warning ver025** 1 endmembers for Aki(fab)   The solution will not be considered.

**warning ver025** 0 endmembers for Pv(fab)    The solution will not be considered.

**warning ver025** 0 endmembers for Ppv(og)    The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx)   The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Gt(stx)   

  gr        maj     

**warning ver025** 0 endmembers for C2/c(stx)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Opx(stx)  

  ts      

**warning ver025** 0 endmembers for Cpx(stx)   The solution will not be considered.

**warning ver025** 0 endmembers for Cpx(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for cOmph(HP)  The solution will not be considered.

**warning ver114** the following endmembers are missing for CrGt      

  uv_d      fuv_d     knor      gr      

**warning ver114** the following endmembers are missing for CrOpx(HP) 

  crts      fcrts_d 

**warning ver025** 0 endmembers for Cpx(HP)    The solution will not be considered.

**warning ver114** the following endmembers are missing for CrSp      

  mcrm      fcrm_d  

**warning ver025** 1 endmembers for Eskol(C)   The solution will not be considered.

**warning ver025** 0 endmembers for Ca-Amph(D) The solution will not be considered.

**warning ver025** 0 endmembers for Na-Amph(D) The solution will not be considered.

**warning ver025** 1 endmembers for Wus(stx7)  The solution will not be considered.

**warning ver025** 1 endmembers for Aki(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for Pv(stx7)   The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx7)  The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx7) The solution will not be considered.

**warning ver114** the following endmembers are missing for Sp(WPH)   

  usp       mt      

**warning ver025** 0 endmembers for Ilm(WPH)   The solution will not be considered.

**warning ver025** 1 endmembers for Cpx(m)     The solution will not be considered.

**warning ver025** 1 endmembers for Ol(m)      The solution will not be considered.

**warning ver025** 0 endmembers for Pl(stx8)   The solution will not be considered.

**warning ver025** 0 endmembers for Wad(stx8)  The solution will not be considered.

**warning ver025** 0 endmembers for Ring(stx8) The solution will not be considered.

**warning ver114** the following endmembers are missing for Opx(stx8) 

  odi       ts      

**warning ver025** 0 endmembers for Cpx(stx8)  The solution will not be considered.

**warning ver025** 1 endmembers for Aki(stx8)  The solution will not be considered.

**warning ver114** the following endmembers are missing for Gt(stx8)  

  gr        maj       jmaj    

**warning ver025** 0 endmembers for Ppv(stx8)  The solution will not be considered.

**warning ver025** 0 endmembers for CF(stx8)   The solution will not be considered.

Select phases from the following list, enter 1 per line,

left justified, <cr> to finish

  Bio(TCC)    oAmph(DP)   cAmph(DP)   Bio(HP)     TiBio(WPH)  TiBio(HP) 

  Chl(HP)     O(SG)       E(SG)       melt(HP)    pMELTS(G)   Pheng(HP) 

  Sapp(HP)    Sapp(KWP)   Osm(HP)     GaHcSp      T           St(HP)    

  Ctd(HP)     Carp        hCrd        Sud(Livi)   Sud         Cumm      

  Anth        KN-Phen     Mica(CH1)   Mica(CH2)   O(HP)       Mont      

  Sp(JR)      Sp(GS)      Sp(HP)      GrPyAlSp(B  GrPyAlSp(G  Gt(HP)    

  Gt(EWHP)    Gt(WPH)     A-phase     Chum        Atg         B         

  P           Mn-Opx      O(stx)      Sp(stx)     Gt(stx)     Opx(stx)  

  o-Amph      CrGt        CrOpx(HP)   Opx(HP)     Opx(I)      CrSp      

  O(stx7)     Sp(stx7)    Sp(WPH)     Sp(stx8)    O(stx8)     Opx(stx8) 

  Gt(stx8)  

Bio(HP)

Chl(HP)

St(HP)

Ctd(HP)

hCrd

Gt(H)

Gt(H)      is invalid. Check spelling, upper/lower case matches. Try again:

Gt(HP)

Pheng(HP)

Enter calculation title: 

MC30

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./vertex

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

INPUT

Perple_X options are currently set as:

    Keyword:               Value:     Permitted values [default]:

    dependent_potentials   off        off [on]

    bad_number                  0.    [0.0]

    solvus_tolerance       0.100      0->1 [0.05], 0 => p=c pseudocompounds, 1 => homogenize

    zero_mode              0.1E-05    0->1 [1e-6], < 0 => off

    zero_bulk              0.1E-05    0->1 [1e-6], < 0 => off

    adaptive optimization 

       iteration limit      4         >0 [3], value 1 of iteration keyword

       refinement factor    3         >2*r [5], value 2 of iteration keyword

       refinement points   10         0->100 [10], value 3 of iteration keyword

    initial_resolution     0.10       0->1 [0.1], 0 => off

    stretch_factor         0.016      >0 [0.0164]

    reach_factor           0.9        >0.5 [0.9]

    subdivision_override   off        [off] lin str

    auto_refine            aut        off [manual] auto

    auto_refine_factor_I    3         >=1 [3]

    auto_refine_factor_II   5         >=1 [10]

    auto_refine_factor_III  2         >=1 [3]

    auto_refine_slop       0.010      [0.01]

    hard_limits            off        [off] on

    T_stop (K)                0.0     [0]

    order_check            on         off [on]

    closed_c_space         T          F [T]

    pc_perturbation        0.0050     [5d-3]

    Gridded minimization parameters:

      x_nodes              20 / 60    [20/40], >0, <2048; effective x-resolution   20 / 473 nodes

      y_nodes              20 / 60    [20/40], >0, <2048; effective y-resolution   20 / 473 nodes

      grid_levels           1 / 4     [1/4], >0, <10

      1d_path              10 /150    [20/150], >0, <2048

      linear_model           on       off [on]

    Parameters for Schreinemakers and Mixed-variable diagram calculations:

      variance              1 /99     [1/99], >0, maximum true variance

      increment         0.100 /0.025  [0.1/0.025], default search/trace variable increment

      efficiency             3        [3] >0 < 6

      reaction_format      min        [min] full stoichiometry S+V everything

      reaction_list        off        [off] on

      console_messages     on         [on] off

      short_print_file     on         [on] off

    WERAMI/MEEMUM output options:

      compositions           mol        wt  [mol]

      proportions            vol        wt  [vol] mol

      interpolation          on         off [on ]

      extrapolation          off        on  [off]

      vrh_weighting          0.5        0->1 [0.5]

Worst case (Cartesian) compositional resolution (mol %)

   Stage         Adaptive   Non-Adaptive*   Non-Adaptive**

   Exploratory     0.146       10.000          10.000

   Auto-refine     0.049        2.000           5.000

* - composition/mixed variable diagrams, ** - Schreinemakers diagrams

To change these options edit or create a computational option file

See: www.perplex.ethz.ch/perplex_options.html

Reading thermodynamic data from file: hp02ver.dat                                                                                         

Writing print output to file: pr                                                                                                  

Writing plot output to file: pl                                                                                                  

Writing pseudocompound glossary to file: pseudocompound_glossary.dat

Reading solution models from file: solut_09.dat                                                                                        

Writing bulk composition plot output to file: bpl                                                                                                 

Summary of valid make definitions:

          MGO   AL2O3 SIO2  FEO   H2O  

fbr       0.00  0.00  0.00  1.00  1.00

fchum     0.00  0.00  4.00  9.00  1.00

fphA      0.00  0.00  2.00  7.00  3.00

fper      0.00  0.00  0.00  1.00  0.00

fatg      0.00  0.00 34.00 48.00 31.00

sil8L     0.00  1.60  1.60  0.00  0.00

fo8L      4.00  0.00  2.00  0.00  0.00

fa8L      0.00  0.00  2.00  4.00  0.00

q8L       0.00  0.00  4.00  0.00  0.00

ged_dqf   5.00  2.00  6.00  0.00  1.00

fanth_dq  0.00  0.00  8.00  7.00  1.00

Writing data for auto-refinement to file: auto_refine_INPUT                                                                                   

**warning ver114** the following endmembers are missing for Bio(HP)   

  mnbi      mnts_i  

**warning ver050** reformulating reciprocal solution: Bio(HP)    because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     141 pseudocompounds generated for: Bio(HP)   

**warning ver114** the following endmembers are missing for Chl(HP)   

  mame_i    mafchl_i  mnchl   

**warning ver050** reformulating reciprocal solution: Chl(HP)    because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     932 pseudocompounds generated for: Chl(HP)   

**warning ver114** the following endmembers are missing for Pheng(HP) 

  pa      

      75 pseudocompounds generated for: Pheng(HP) 

**warning ver114** the following endmembers are missing for St(HP)    

  mnst    

      10 pseudocompounds generated for: St(HP)    

**warning ver114** the following endmembers are missing for Ctd(HP)   

  mnctd   

       9 pseudocompounds generated for: Ctd(HP)   

**warning ver114** the following endmembers are missing for hCrd      

  mncrd     hmncrd_i

**warning ver050** reformulating reciprocal solution: hCrd       because of missing endmembers. 

(reformulation can be controlled explicitly by excluding additional endmembers).

     118 pseudocompounds generated for: hCrd      

**warning ver114** the following endmembers are missing for Gt(HP)    

  spss      gr      

       9 pseudocompounds generated for: Gt(HP)    

Total number of pseudocompounds:    1294

** Starting exploratory computational stage **

  5.0% done with low level grid.

 10.0% done with low level grid.

 15.0% done with low level grid.

 20.0% done with low level grid.

 25.0% done with low level grid.

 30.0% done with low level grid.

 35.0% done with low level grid.

 40.0% done with low level grid.

 45.0% done with low level grid.

 50.0% done with low level grid.

 55.0% done with low level grid.

 60.0% done with low level grid.

 65.0% done with low level grid.

 70.0% done with low level grid.

 75.0% done with low level grid.

 80.0% done with low level grid.

 85.0% done with low level grid.

 90.0% done with low level grid.

 95.0% done with low level grid.

100.0% done with low level grid.

Site fraction ranges for multisite model: Bio(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.40071   0.77311

  Site 2

     Species   Minimum   Maximum   

        1      0.36369   0.95604

Site fraction ranges for multisite model: Chl(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.01970   0.93466

        2      0.00000   0.00000

  Site 2

     Species   Minimum   Maximum   

        1      0.40276   0.80989

Endmember compositional ranges for model: Pheng(HP) 

     Endmember   Minimum   Maximum

     cel         0.00000   0.18260

     fcel        0.00000   0.19140

Endmember compositional ranges for model: St(HP)    

     Endmember   Minimum   Maximum

     fst         0.84022   0.92867

Endmember compositional ranges for model: Ctd(HP)   

     Endmember   Minimum   Maximum

     fctd        0.87111   0.93333

Site fraction ranges for multisite model: hCrd      

  Site 1

     Species   Minimum   Maximum   

        1      0.48463   0.60747

  Site 2

     Species   Minimum   Maximum   

        1      0.42657   0.56503

Endmember compositional ranges for model: Gt(HP)    

     Endmember   Minimum   Maximum

     alm         0.78139   0.94042

Reading data for auto-refinement from file: auto_refine_INPUT                                                                                   

     260 pseudocompounds generated for: Bio(HP)   

     840 pseudocompounds generated for: Chl(HP)   

      48 pseudocompounds generated for: Pheng(HP) 

       4 pseudocompounds generated for: St(HP)    

       3 pseudocompounds generated for: Ctd(HP)   

      30 pseudocompounds generated for: hCrd      

       6 pseudocompounds generated for: Gt(HP)    

Total number of pseudocompounds:    1191

** Starting auto_refine computational stage **

  0.2% done with low level grid.

  1.9% done with low level grid.

  3.6% done with low level grid.

  5.3% done with low level grid.

  7.0% done with low level grid.

  8.7% done with low level grid.

 10.4% done with low level grid.

 12.1% done with low level grid.

 13.7% done with low level grid.

 15.4% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.815)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.830

 17.1% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.830)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.845

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.845)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.859

 18.8% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.859)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.874

 20.5% done with low level grid.

 22.2% done with low level grid.

 23.9% done with low level grid.

 25.6% done with low level grid.

 27.3% done with low level grid.

 29.0% done with low level grid.

 30.7% done with low level grid.

 32.3% done with low level grid.

 34.0% done with low level grid.

 35.7% done with low level grid.

WARNING: composition of solution St(HP)     has reached an internal limit (0.931)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.946

WARNING: composition of solution Gt(HP)     has reached an internal limit (0.943)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.958

 37.4% done with low level grid.

 39.1% done with low level grid.

 40.8% done with low level grid.

 42.5% done with low level grid.

 44.2% done with low level grid.

 45.9% done with low level grid.

 47.6% done with low level grid.

 49.3% done with low level grid.

 51.0% done with low level grid.

 52.6% done with low level grid.

 54.3% done with low level grid.

WARNING: composition of solution hCrd       has reached an internal limit (0.482)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.467

 56.0% done with low level grid.

 57.7% done with low level grid.

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.397)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.383

 59.4% done with low level grid.

 61.1% done with low level grid.

 62.8% done with low level grid.

 64.5% done with low level grid.

 66.2% done with low level grid.

 67.9% done with low level grid.

 69.6% done with low level grid.

 71.2% done with low level grid.

 72.9% done with low level grid.

 74.6% done with low level grid.

 76.3% done with low level grid.

 78.0% done with low level grid.

 79.7% done with low level grid.

 81.4% done with low level grid.

WARNING: composition of solution St(HP)     has reached an internal limit (0.838)

on site 1 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.823

 83.1% done with low level grid.

 84.8% done with low level grid.

 86.5% done with low level grid.

 88.2% done with low level grid.

 89.9% done with low level grid.

 91.5% done with low level grid.

 93.2% done with low level grid.

 94.9% done with low level grid.

WARNING: composition of solution hCrd       has reached an internal limit (0.424)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.409

 96.6% done with low level grid.

 98.3% done with low level grid.

WARNING: composition of solution hCrd       has reached an internal limit (0.409)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.395

100.0% done with low level grid.

Beginning grid refinement stage.

   502 grid cells to be refined at grid level 2

       ...working (   501 minimizations done)

WARNING: composition of solution Chl(HP)    has reached an internal limit (0.383)

on site 2 for species  1.

If this warning occurs during auto-refinement, the problem can be circumvented

by increasing the auto_refine_slop specified in perplex_option.dat.

For the remainder of this calculation the internal limit has been relaxed to: 0.368

       ...working (  1002 minimizations done)

       refinement at level 2 involved   1077 minimizations

  4677 minimizations required of the theoretical limit of  14161

   902 grid cells to be refined at grid level 3

       ...working (   426 minimizations done)

WARNING: minimization failed at node i=   203 j=    303

the null assemblage will be assigned to this node

       ...working (   927 minimizations done)

WARNING: minimization failed at node i=   303 j=     11

the null assemblage will be assigned to this node

       ...working (  1429 minimizations done)

       refinement at level 3 involved   1716 minimizations

  6393 minimizations required of the theoretical limit of  56169

  1734 grid cells to be refined at grid level 4

       ...working (   214 minimizations done)

WARNING: minimization failed at node i=   174 j=     58

the null assemblage will be assigned to this node

       ...working (   715 minimizations done)

       ...working (  1217 minimizations done)

       ...working (  1720 minimizations done)

       ...working (  2222 minimizations done)

       ...working (  2723 minimizations done)

       refinement at level 4 involved   3205 minimizations

  9598 minimizations required of the theoretical limit of 224676

WARNING: The following solutions have compositions on an internal limit (i.e., 0<x<1)

(see ranges below to determine which limits should be relaxed or

if executing in auto_refine mode inrease auto_refine_slop in perplex_option.dat):

     Chl(HP)   

     St(HP)    

     hCrd      

     Gt(HP)    

Site fraction ranges for multisite model: Bio(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.39916   0.77331

  Site 2

     Species   Minimum   Maximum   

        1      0.36284   0.95762

Site fraction ranges for multisite model: Chl(HP)   

  Site 1

     Species   Minimum   Maximum   

        1      0.01821   0.93499

        2      0.00000   0.00109

  Site 2

     Species   Minimum   Maximum   

        1      0.37719   0.85920

Endmember compositional ranges for model: Pheng(HP) 

     Endmember   Minimum   Maximum

     cel         0.01687   0.18293

     fcel        0.02127   0.19221

Endmember compositional ranges for model: St(HP)    

     Endmember   Minimum   Maximum

     fst         0.83493   0.94080

Endmember compositional ranges for model: Ctd(HP)   

     Endmember   Minimum   Maximum

     fctd        0.87088   0.93208

Site fraction ranges for multisite model: hCrd      

  Site 1

     Species   Minimum   Maximum   

        1      0.46811   0.60792

  Site 2

     Species   Minimum   Maximum   

        1      0.40461   0.56527

Endmember compositional ranges for model: Gt(HP)    

     Endmember   Minimum   Maximum

     alm         0.78200   0.94443

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./psect

-bash: ./psect: No such file or directory

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ ./pssect

Enter the problem definition file name (i.e. the file created

with BUILD), left justified: 

INPUT

PostScript will be written to file: pl.ps                                                                                               

Modify the default plot (y/n)?

erdw-imp-nw-dock-dhcp-151:Low resolution copy markcaddick$ 

